
Human Proteome Project

Knowledge Base Pillar

Update / Report

Eric Deutsch

Institute for Systems Biology

Lydie Lane

Swiss Institute of Bioinformatics

Human

Proteome

Project



2

High-level HPP MS Data Workflow 2019

HPP Investigators
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Vizcaíno et al., Nat Biotechnol, 2014

Deutsch et al., NAR, 2017

http://www.proteomexchange.orgImplements standard data submission 

and data dissemination practises

between the main proteomics 

repositories

Joined

in 2018

Mandatory data deposition

Joined

in 2017

Joined

in 2016

ProteomeXchange: A global consortium of proteomics repositories

2019 Average: 370 Datasets/month

Proteome

Central

http://www.proteomexchange.org/


PeptideAtlas 2019-01 Update
308 million PSMs                 1547 experiments
1.8 million distinct peptides
16,300 canonical proteins

0.00009 PSM FDR
0.0002   Peptide FDR
0.01       Protein FDR
hƴƭȅ ǇŜǇǘƛŘŜǎ җ т !!
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Release 2019-02Human build 2019-01

MS data 2019: PeptideAtlas to neXtProt

16600

1094

441 1688

576

PE1, MS-validated

PE1, validated with non-MS
criteria*

Missing (PE2+PE3+PE4),
insufficient MS info

Missing (PE2+PE3+PE4), no
MS info

Dubious/uncertain
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neXtProt release 2019-01-11

Å Based on UniProtKB release 2018_11

ÅIncludes the Jan 2019 ñHuman buildò of PeptideAtlas
(1,772,990 natural peptides) and the latest SRMAtlas data

Å Reference for the JPR 2019 HPP SI

Å PEFF export format adapted to the most recent specifications 
from HUPO PSI


