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HUPOOs Bi ofl ui d/ Or ¢
Laid the Foundations for a 2010 HPP Launch

HPP Turns 10 Next Year

A Plasma A SwissProt/UniProt/neXtProt
A Brain A Protein Standards Initiative
A Liver A Antibody Initiative

A Kidney/Urine A Glycoproteome Initiative

A Cardiovascular A Human Protein Atlas (HPA)
A Stem Cells

HUPO2010 19-23 September
dney Convention & Exhibition Centre



Human Proteome Project Goals

Complete the Human Proteome Parts List

A Establish agreed, stringent and reliable communal standards for
discovery of the human proteome

A ldentify > 1 protein product and as many as possible PTM, SNP and
splice variants from the ~20,000 protein-coding human genes

A Discover the missing proteins and predict undetectable proteins

A Characterize the function/biology of all known proteins and
proteoforms

Ensure proteomics adds value to understanding

human biology

A Position the human proteome in the context of biological networks,
|l nteracti ons, pat hways and ot her

A Stimulate use of popular proteins, SRM and Human Protein Atlases
A Impact clinical medicine and precision medicine (including pathology)
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